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canephora accessions. The microsatellites will offer a powerful tool to

be used in conjunction with S-RNase polymorphisms to facilitate

coffee breeding.

1. Lashermes, P., Coutron, E., Moreau, N., Paillard, M. and Louarn, J.,
1996. Inheritance and genetic mapping of self-incompatibility in
Coffea canephora Pierre. Theor. Appl. Genet. 93, 458—462.

P6.40
Xyloglucan endotransglycosilase/hydrolase activity
beyond the vascular plants

V. Van Sandt, J. Verbelen, K. Vissenberg, (University of Antwerp)

Xyloghican endotransghucosylase/hydrolase (XTH) is involved in the
reorganisation of the cell wall during growth and development.

In our previous work we demonstrated the presence of the
endotransglucosylase (XET) action in vivo and the strong conserva-
tion of both the XTH amino acid sequence and function throughout
vascular plant evolution upto Selaginella. In our current research we
went down the evolutionary ladder and examined the presence of XET
activity in bryophytes and algae.

Representatives of the different plant lineages were pressed onto a
test paper and assayed for XET activity (Fry, 1997), visible as the
incorporation of fluorescent signal onto the test paper. Using this
technique we showed the presence of XET activity in the three
major divisions of bryophytes. Moreover, fluorescence on the test
paper was always seen at sites corresponding to the growth
regions of both gametophyte and sporophyte. In Chara we
detected XET activity at the site were the meristematic cell of
each branchlet was pressed onto the test paper. The co-occurrence
of growth and XET activity in Charophyta further strengthens the
idea that embryophytes evolved from the charophyte algae.
Phaeophytes, Rhodophytes and most Chlorophytes showed no
detectable XET activity. Remarkably, a representative of the
Ulvophyceae however showed a weak signal at the base of the
thallus. So far we can conclude that XET activity is most likely.
restricted to the green plants.

Currently we are studying the origin of XTHs by closing the gap
between the Chlorophyta and Chara, using both functional assays
and PCR techniques to identify XTH encoding cDNAs.

P6.41
rbcL. Sequence marking of poisonous plants; Appli-
cation in elucidating livestock

C. Domozoro, C. Wilcock, M. Swaine, A. Price, (University of
Aberdeen)

Plant poisoning in grazing livestock is not new, but information on the
prevalence of poisoning episodes is difficult to obtain. There is a need
for a procedure to identify plants from the gut of dead animals to aid
the diagnosis of plant poisoning in order to estimate the scale of the
problem and devise strategies to overcome it.

The gene encoding the large subunit of ribulose 1,5 bisphosphate
carboxylase/oxygenase (rbcL) has been used extensively to unravel
the phylogeny of plants. Examining the rbcL sequences from NBCI
indicated it should be useful for the identification to the species level
in most genera. Using universal PCR primers, the rbcL gene has been

sequenced from 22 poisonous plant species from Ghana and the data
can be used as a reference. The stomach contents of cows obtained
from the abattoir and plant material subjected to in-vitro degradation
over 24 hours in sheep rumen fluid have been used to isolate DNA
which has been PCR-amplified and the rbcL gene sequenced. The
diagnostic morphological characters of in vitro-degraded material
rapidly disappeared and were absent in abattoir samples. However,
even after 24 hrs in vitro digestion, DNA was easily recoverable from
some poisonous plants. Sequencing PCR products from the abattoir
samples successfully revealed the diet of the cows before death. These
results suggest the rbcL gene could be developed into a convenient
‘marker for forensic finger printing of plants, which can be applied to
the identification of plant material isolated from the guts of dead
ruminants.

P6.42

Effect of salinity on seed germination and early
seedling growth of four sugar beet (beta vulgaris)
cultivars

A. Dadkhah, (Ferdowsi University)

Four sugar beet cultivars (Beta vulgaris L.) three of Iranian origin (7233
Pay, 7233P;o and IC) plus a british cultivar (Madison) were studied in
order to assess the effect of different water potential (distilled water as
control, —0.37, —0.59 and —0.81 Mpa made by NaCl and NaCl+CaCl
in 5:1 mo;ar ratio) on seed germination and their recovery responses after
‘bing transferred to non-saline condition. Germination was carried out in
the laboratory in petridishes containing Whatman paper imbibed with one
of solutions which had different osmotic potential. Four replicates of 30
seed, each were used for all treatments. The seeds were incubated in the
dark at 211 °C. The results showed that germination persentage, rate of
germination and the relative germination percentage, were all inhibited
by water potential. The strongest inhibition of germination occurred at the
lower water potential (—0.81 MPa). However, germination percentage
was higher when NaCl was used rather than NaCl+CaCl,. When
ungerminated seeds were transferred to distilled water, after 20 days of
salinity treatment, there was some recovery. Recovery ranged from 27%
1o about 80% germination for seeds that were germinated at lowest water
potential.
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P6.43
GARNet

R. Bastow, (University of Bristol); A. Millar, (University of
Edinburgh)

The Genomic Arabidopsis Resource Network was established in
2000 to provide reliable, efficient, user-driven and publicly
available functional genomics resources for Arabidopsis research.
All GARNet services have now moved to full cost recovery and
from 2004 GARNet has received BBSRC funding for it’s
coordination activities. As we progress into the 21 st century plant
scientists are experiencing a shift in research emphasis, from
functional genomics to systems biology and this has been
accompanied by a move towards greater integration of the UK
plant community.





