Evaluation the genetic diversity of some Iranian alliums (Allium spp.) with emphasis on ornamental species
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Ornamental alliums have become popular for gardens also as cut flowers and potted plants. In order to exploit wild allium species with ornamental potential, 37 accessions of allium were collected from Northeast of Iran. The genetic diversity of collected alliums which represented 16 species include: A. stipitatum, A. altissimum, A. sarawschanicum, A. rubellum, A. cristophii, A. xiphopetalum, A. umbilicatum, A. atroviolaceum, A. ampeloprasum, A. convallarioides, A. kuhsorkhense, A. monophyllum, A. paradoxum, A. iranicum, A. scabriscapum, A. oriento-iranicum, A. oschaninii, A. barsczewskii, were analyzed with ISSR (Inter Simple Sequence Repeats) markers. Eight ISSR primers generated 69 polymorphic bands averaged 8.62 bands each primer. The genetic similarity ranged from 0.18 to 0.87 which indicated the high genetic diversity of the collection. According to the UPGMA cluster analysis, the collected material could be divided into 7 main groups. The most similar taxa were A. rubellum and A. iranicum which both belonged to the same subgenus (Allium). The 5 accessions of A. stipitatum developed a nearly separate group from other species but still the accessions were so diverse from each other. A. ampeloprasum and A. atroviolaceum belonged to the same subspecies placed in a same group. A. borsczewskii was amongst the most distant species. On the whole ISSR technique was useful in revealing the genetic diversity and genetic relationship among allium species, providing a scientific basis for genetic breeding.
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