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Genetic diversity in the coat protein gene of Potato virusM in Iran

F. Tabasinezhad, B. Jafarpour, H. Rohani, M. Zakiaghl and M. M ehrvar
L. Plant Protection Department, College of Agriculture, Ferdowsi University, Mashhad Fatemeh_tabasinezhad@yahoo.com

Potato virus M (PVM) is amember of genus Carlavirus, Betaflexiviridae. It has filamentous particle containing a positive
single stranded RNA in size of 8.8 Kb, with six open reading frames. It has worldwide distribution and potato is a mgjor host
of the virus. PVM has been reported in Iran but no information is available for properties of Iranian isolates.To determine the
genetic diversity in coat protein gene of Iranian isolate of PVM, samples were collected from Korasan razavi, northern
Khorasan, Kerman, Hamadan and Isfahan provinces. Identification of PVM infected samples were carried out using DAS-
ELISA. Totad RNA was extracted using Accuzol as manufacturer’s protocol and coat protein of PVM was amplified using
RT-PCR with specific primers. Amplified fragments were ligated in pTZ57R/T plasmid and cloned in DH5¢. isolate of
Escherichia coli and sequenced; then, 30 isolates selected for phylogenetic analysis. Blast search showed that 917 bp
fragment amplified by RT-PCR was corresponding to complete sequence of coat protein gene of PVM. Iranian isolates of
PVM have 74-98 and 83-99 percent of homology with isolates deposited in the GenBank at nucleotide and amino acid level,
respectively. Based on the phylogenic analysis, Iranian isolates of PVM fell into two distinct groups. Isolates of Korasan
Razavi, Northern Khorasan and Kerman plus Canadian isolates clustered in one group; and isolates of Hamadan, Isfahan and
Kerman formed second group which containing European isolates, too. The nucleotide and amino acid sequence comparison
indicated that identities of members of a group were 81-100 percent, but intergroup homology was 74-76 percent.
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