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Abstract
Genetic diversity in the coat protein gene of Potato virus S in Iran

F. Tabasinezhad”, B. Jafarpour, M. Zaki-aghl1

L. Plant Protection Dept., College of Agriculture, Ferdowsi University, Mashhad, Iran

Potato virus S (PVS) is one of the most important potato viruses with world wide distribution. To
investigate the genetic diversity of PVS in Iran, samples were collected from fields of Khorasan,
Hamedan, Kerman and Esfahan provinces, which shown mosaic and yellowing symptoms. The
samples were tested using PVS specific antibody by DAS-ELISA. Total RNA was extracted from
fresh young leaf tissue and RT-PCR carried on using specific primers. The fragments of 1118 bp
corresponding to coat protein and part of triple gene block of PVS were amplified in PCR.
Phylogenetic analysis of coat protein gene was clustered the Iranian isolates of PVS in three group.
Isolates of Khorasan placed in group I, isolates from Kerman were located in group I, and isolates
of Hamedan , Esfahan and kerman were placed in group Ill. In molecular level, all of the isolates

have similar properties with Ordinary Strain of PVS.

Key words: Potato virus S, genetic diversity, Iran.
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