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Abstract

Wetwood disease is a bacterial disorder in hardwood trees, induce heart rot and fluxing. To investigate bacteria associated
with wetwood disease, microflora were isolated from stems of morus and Paulownia trees and partial length of 16S rDNA
were amplified in PCR and sequenced. Analysis of 16s rDNA sequences indicated presence of Bacillus pumilus and
Bacillus mojavensis in microflora of diseased trees.
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