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"Abstract™

Viral populations have high molecular variability and evolutionary rates. Mutation and recombination are two important
factors in evolution of viruses. In order to determine thegenetic diversity and recombination analysisin potato virus M,
complete nucleotide sequence of the coat protein gene was amplified using specific primers. The genetic variability in the
coat proteinwas 15.58+4.31 at the nucleotide level and 7.79+3.17 at the amino acid level.Phylogenetic analysesindicated
that the PVM isolates could be divided into two evolutionary divergences groups. Recombination analysis identified a total
of 11 recombination events among Iranian isolates. Based on our knowledge it is the first report of recombination event in
PVM population.

Key words: Potato virus M, Coat protein gene, genetic diversity, recombination
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