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Sequencing of the full length genome of Iranian isolates of Potato virus M
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Potato virus M (PVM) is a member of the genus Carlavirus in the family Betaflexiviridae. It has flexuous
filamentous particles containing a single-stranded, positive-sense RNA genome of about 8.5 kb with six open reading
frames. Total RNA were extracted from infected plants. Full length genome of PVM was amplified two specific
primer pairs. The fragments treated with Xbal endonuclease, then ligated in pTZ57R plasmids and cloned into DH5u
strain of Escherichia coli. Using universal or specific oligonucleotides primer walking was carried out to determine
the genomic sequence of PVM. 268 nucleotides Overlapped PCR products of 4684 and 4107 bp fragments were
amplified from the PVM genome in RT-PCR. These products were cloned and sequenced. Sequence results indicated
that the Iranian isolate of PVM contains 8523 nucleotides (JX678982). Full length genome of Iranian isolate of PVM
had 93.1-96.7% of homology at the nucleotide level with those deposited in the GenBank. Polymerase, Coat protein,
ORF6 showed 95-97.1%, 97.7-99.3% and 96-99.4% similarity, respectively, when compared to their responding
frames of PVM found in the GenBank. The comparison between the triple gene block of the Iranian isolate and the
GenBank indicated the highest degree (98.4%) of similarity to German isolate [EU604672], while the lowest degree
(91.1%) of similarity found when compared to the corresponding frames of Poland isolate [AY311395]. TGB was the
most divergent frames in the genome of Iranian isolate of PVM. Based on our knowledge it’s the first report of
complete nucleotide sequence of PVM from Iran.



