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Report of a new strain of Beet curly top Iran virus in Khorasan Razavi province
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Beet curly top Iran virus (BCTIV) is a unique geminivirus reported from Iran and a member of the newly established
genus Becurtovirus in the family Geminiviridae. This virus is a relatively variable virus and comprises several strains.
In order to study the diversity of BCTIV, sugarbeet (Beta vulgaris) samples with curly top symptoms were collected
fromdifferent parts of Khorasan Razavi provinceduring the growing season 2011-2012. Total DNAwad extracted
byCTAB method and subjected to rolling circle amplification using phi DNA polymerase. Amplicons were digested
with EcoRlI, Pstl, KpnlandHindlll restriction endonucleases to yield unit length viral genome. Two BCTIV isolates
collected fromChenaran and Fariman, showed different electrophoretic pattern in RFLP analysis. These isolates were
ligated into the pTZ57R plasmid followed by transformation to DH5astrain of Escherichia coli. Sequencing results
showed that the full-length genome of these isolates have 99and 85-87% identities to each other and with other
BCTIV genome deposited in the GenBank, respectively. Large intergenic region (LIR) was the most divergent region
(13-27%) in the genome. The amount of identities in other ORFs was82-94%. Based on the ICTV criteria, these
isolates could be a new strain of BCTIV.
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