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Identification of Grapevine viroids in vineyards of north east of Iran
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Viroids are the smallest plant pathogens have single stranded genomic RNA without any open reading frame. Six
viroids have been identified from grapevine, but, Grapevine yellow speckle viroid 1 (GYSVdl) and Grapevine
yellow speckle viroid 2 (GYSVd2) are the only pathogenic viroids in grapevine inducing grapevine yellow speckle
syndrome. To identify the grapevine viroids grapevine leaves with vein banding symptom were collected and total
RNAs were extracted. Using specific primers complete genome length of viroids were amplified in RT-PCR. The
PCR products were sequenced in both directions. RT-PCR showed presence of GYSVdl and Hop stunt viroid
(HSVd) in the samples. None of the samples were infected with Australian grapevine viroid (AGVd). The isolates of
GYSVdI and HSVd had 90-97 and 99-100 percent of identity with those deposited in the GenBank, previously. In
Phylogenetic analysis Iranian isolates of GYSVd1 formed a divergent cluster which separated from other isolates of
GYSvdl.
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