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Figure 1- Agaros electrophoresis pattern of 1D/2B gene PCR products.
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Figure 2- Electrophoresis of PCR products 3SABC FMDV with linker primer on agarose

gel (1%). Sland S3:3ABC PCR Product (1320bp), S2:M = 1kb DNA Ladder, S4:
negative control.
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Figure 3- Figure A- Agaros €electrophoresis of Colony PCR. S1 and S2:Clony PCR,
S3:negative control, S4:1kb DNA Ladder, Figure B- S1: 1kb DNA Ladder, S2: Double

digest of pTZ57R/TP1-3ABC.
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Figure 4- Nucleotide sequence and deduced amino acid sequence of 3ABC gene.
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Figure 5- The secondary structural model of 3ABC in Swiss-pdbv.
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Figure 6- Electrophoresis of colony PCR and double digestion. Figure A- 1kb DNA
Ladder, S1,S2: Double digest of pET21-ABC. Figure B- S1-S6 colony PCR, S3: 1kb
DNA Ladder.
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Figure 7- SDS-polyacrylamide gel electrophoresis analysis of the recombinant 3ABC in
E. coli BL21 (DE3).S1:Negative control, S2, S3, $4,S5 cdll extracts from E. coli BL21
(DE3) cultured for 1, 2, 3 and 4 h after 1 mM IPTG induction and lane S6, Molecular
mass markers.
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Figure 8- Dot blot and western blot analysis of 3ABC. Figure A- Lane S1: BL21/3ABC,
S2: BL21/pET21, S3: negative control. Figure B- S1 and S2: cell extracts from E. coli
BL 21 (DE3) cultured for 1and 5, S3: molecular mass markers.
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Abstract
After about one hundred year after its identification, Foot and Mouth Disease (FMD) is

the first viral disease in animals that impose a major risk to the world's livestock industry.
The main method to identify animals vaccinated from animals infected with FMD is using of
non-structural 3ABC protein as antigen in the ELISA kit. Hence, 3ABC gene of FMDV
serotype O was isolated with PCR using specific primers containing BamHI and HinDIII
restriction sites. The isolated fragment was then inserted in pTZ57R/T vector for cloning and
nucleotide characterization. In order to produce recombinant antigens, 3ABC was inserted in
pET21a (+) vector and then transform to E. coli BL21 (DE3). Recombinant protein
production was induced with 1.5 mM IPTG. Production of recombinant proteins confirmed
with SDS electrophoresis and Western blotting. The molecular weight of recombinant protein
was determined approximately 50 kDa. The results showed that the produced protein can be
used as an antigen in the ELISA kit for animals.
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