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Insertion of miR-1/miR-206 target site in the 3 '"UTR region of myostatin gene in Dalagh sheep
breed by in silico methods to suppress the myostatin expression

Abstract

MiRNAs are non-coding RNA that are conserved evolutionarily and regulate expression of target
genes in of post-transcriptional level. MiRNAs are identifying genes based on their target sequence,
and by connect it to cause decreased expression of the target gene or degraded target gene mRNA.
MiRNA target sequence known as area seed that is nucleotide sequences with 8, 7 or 6 nucleotides.
In this study, a natural mutant Texel sheep (g + 6723G> A) that cause target site for miR-1 and miR-
206 and thus in result cause inhibits the function of the protein myostatin and eventually produce
muscle double, modeled and in order to ensure of miR-1 and miR-206 regulate function, another
mutations to create a target sequence was created for the two miRNA at the beginning of the 3 'UTR
of myostatin gene, and the effects of these mutations was studied using bioinformatic. The results of
this study showed that mutations g + 6723G> A in the 3 '"UTR Texel sheep myostatin gene, due to
large effect that has on the phenotype double muscle and also the absence of other changes, could be
considered as the best marker for genetic testing double muscle. This mutations can be used to create
sheep muscle phenotype in the future by using of genetic engineering techniques.

Keywords: mutations- target sequence- miR-1 ; miR-206- 3' UTR- myostatin gene



