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Abstract

Broomrape (Phelipanche aegyptiaca) is one of the most important parasitic species, which causes significant
yield loss in different on crops by colonizing roots and uptaking nutrients from the host plants. We analyzed
RNA-seq data derived from Imbibed broomrape seeds and haustoria formation stages to find genes with possible
role in parasitism. The analysis revealed 24 differentially expressed transcripts. One of the transcripts with high
fold change in expression was an unannotated transcript. In order to predict possible roles of this transcript in
broomrape-host interactions, we obtained full length of the transcript by using genome walking method.
Bioinformatic analysis on full length sequence identified transposase and zinc finger domains in this sequence,
which may have regularity role in parasitic process. Future functional analyses are required to get a better
understanding of molecular function of this gene in haustoria formation and establishment of parastisim.
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