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Phylogenetic survey of Vimba persa (Pallas 1814) in the south coast of the Caspian
Sea inferred from the mitochondrial cytochrome oxidase subunit I gene
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Abstract

Vimba vimba of the family leuciscidae is one of the nutritive and immigrant species in the
southern coast of the Caspian Sea and its rivers. Most of the studies related to this species
have focused on morphological characters and population genetic structure and less attention
has been paid to phylogenetic studies. In present study, the samples were caught from Anzali
Lagoon and molecular analyses carried out on Cox1 gene related to GenBank data of the
genus Vimba. Phylogenetic trees derived from Maximum Likelihood (ML) and Bayesian
Inference (BI) analyses exhibited the same results so that the samples captured and other
sequences associated with the Caspian Sea in the GenBank were clustered in a monophyletic
clade. Since Vimba persa was originally considered a subspecies of Vimba vimba as Vimba
vimba persa due to its morphological differences, further morphological and molecular
studies are needed to elucidate the taxonomic status of this species.
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